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In Vitro Transcription (IVT)

K9 RNA & Al 2 35 & A R E 4R DNA K #itE RNA RS E (20 T7. T3 5; SP6 RNA 258 ) M DNA #HRE R RNA, ATk
SRR RAIENR DNA 81 B FS L RNA REBEHF. MIIMERZGERENSIFERNL. PCR™Y. EREFRR
cDNA S B REMFHIL MW DNA 217, HRE RNA REBRA T4k RNA %RY, BIERZEE. SMhZNAN
ERGERHR (X FEREEMN NMR) .

N ERIZERE
IVT Procedure
1 2 5

HEEIVT & HE ki HoreER

R HHRIR RRENIEF RN

A RNA BRFEYHAFHRRME RNAFESE, RNAML., AEANEH. BSREENERSIRPHINEE.,
Promega B9A4MERmEIE RNA EMER. BREZER. =REHFNBTER. SIMEENERREARRNZH @,

RoH 4R T i N

Downstream Applications

Gene
Expression CRISPR
Studies

Labeled RNA
Probes

gPCR
RNA Structure/ RNA:Protein Standards or cDNA Library
Function Interactions RT-PCR Preparation
Template
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Promega

RNA &R &%

Promega 12t Sfpi4 g 4253 < B [E) 30 EH) RNA SRXFIS RS :

Riborope® ZZt AT M52 DNA FEAY P& M S LEM B 5% RNA RS HGEHE 091 E RNA 2R,

RiboMAX™ RNA £F=RAF=E X EE S THIFAERNEIER MAIMNZEZARMNE RNA B3R,

T7 RiboMAX™ HURAFIE RNA £ RA R —FMAINER RS, BEEEENBRNELZEFTRE RNA, ERAZAFISELRTET
=& 14kb K= RE RNA %R,

FHNERTFANREERR AR RN :

NSRS SR R N B ) T BN AR AR A A BR B AR 1P SE IR B9 TR S M B RARIE R IEE AL RARICHY RNA 1%, BoI S SEMZE
BRE RNA#RA, DATEMEMUZENS FEMZHRR.

RIMERRRMOIAT aRNA 718, REHR (BHUESH. RERRARR. HRIMEIRSE) | S804 (B -RNAEE) DR
MEIRE (R SAT) FEE.

c RNA B B R R B G R et 5
+  Riboprobe® System I Riboprobe® Combination SYSteMS .............ceeuuneeiennieeieeeeiieeeeiieeeeeeeee e eeaane 6
*  RiboMAX™ Large Scale RNA Production SYStemMS ... .cciuuiiiiiiiiiiii it et e eee e e eaeeanees 7
+ T7 RiboMAX™ Express Large Scale RNA Production System ...........coiiiiiiiiiii i 8
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FmikiFES | RNA SR AL

Promega (FIMERRATmIEFES

Promega 2t EEMAIMER RS, TTAM MRNA, rRNA, tRNA. miRNA, HAIIAMIEHILEY siRNA, RNA RS, %

BEIEIMER RNA ISP EK,

RiboMAX™ Large
Scale RNA Production
Systems

SP6/ T7

Riboprobe® in vitro

Transcription Systems

T7 RiboMAX™
Express Large Scale RNA
Production System

T7 RiboMAX™
Express RNAI
System

P1420, P1430, P1440,

BRE P1450, P1460 P1280, P1300

AHRMHR RS BIm s

EiR2E R #1414k DNA M1 DNA

RNA =8

(8 1ml RR) 1& (100-250ug) th4 (2-5mg)

Egiﬂ:m 21bp~27.3kb

R RiBYa 1 /B 2-4 INBF
NS AR AN1E RNA &5k
FEARSMEHL tRNA.

RSN D rRNA. RNA REEH
+EMA I RNA 5t A
)% & X RNA B, RNA —5

28 . KX RNA #1 RNA:
EREEERNTIR
SHAERNA, (EXFERIL
I RNA T3t

AR AL © @)

AR @ ®

T3 BT © ®

SP6 BTHF © @)

7 BT @ ©

TR INTP ® ®

St .

pERHRS A ©

Note: EEAMNNNE RNA 195 B0 M THIE R 5

P1320

FURIR

ZH4 DNA

= (5-8.5mg)

21bp~27.3kb

30 734

o RNtE RNA &E%

O ® ® ®6

©

RE, BEREEFASERER
HIHERE IR

P1700

FURIR

#4L DNA

2500ug siRNA
22mg dsRNA

21 bp siRNA
200-2000 bp dsRNA

30 5P

BT RNA T
c  BMINEE RNA

O 0 ® ® ®6
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Riboprobe® System f1 Riboprobe®
Combination Systems

Riboprobe® Systems # Riboprobe® Combination Systems I F IR DNA FTEARBRAER, EAMISSHESEENS
% RNA SRE SR RS E RNAER T,

Riboprobe® Systems €& FiH I DNA B EFH# TR ERRNUABENVLFAS ( LB ERMTERSI ), F3F RQ1
RNase-Free DNase(Cat.# M6101, RQ1 & RNA Ef) DNA & ), B THEEREERER,

Riboprobe® Combination Systems &% RNA B&BURAIMERRNEEHAART ( BETHRMERS ), —MEFIEP
BEE T3/T7 5 T7/SP6 RNA B25E, 378 RQ1 RNase-Free DNase(Cat.# M6101, RQ1 7T RNA EsfJ DNA & ), AF
EEREREER,

R

+ BRMS: SP6. T7 M1 T3RNARSEHAEGSEMFIHFME, TTRALURHR DNA X
R,

o BREUIEIE: RSIRMH SP6E RNARSES., T7 RNAREESE T3 RNARSHES,

- FfE: @85 T7. T3 = SP6 RNA BAEE—EFANMMRIR #4%, DNase |
T3 DNA 18R F] E4H RNasin® RNA BS#I7) ,

i MEREMEERTYERIEWE Ribo m7G Cap Analog (Cat. P1711 8 P1712),

Rz A 3Lk

» Ahighly specific Escherichia coli gqPCR and its comparison with existing methods
for environmental waters. Water research.2017

» Altered regulation of Nur77 nuclear receptor gene expression in the
mesocorticolimbic regions of rat brain by amphetamine sensitization. Brain
research. 2018

» Tissue stiffening coordinates morphogenesis by triggering collective cell

migration in vivo. Nature. 2018

iTIRER

A= HAg BRS
Riboprobe® System—SP6 1 each P1420
Riboprobe® System—T3 1 each P1430
Riboprobe® System-T7 1 each P1440
Riboprobe® Combination System—T3/T7 RNA Polymerase 1 each P1450
Riboprobe® Combination System —SP6/T7 RNA Polymerase 1 each P1460
by

Riboprobe® System Components and Buffers 1 system P1121
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RiboMAX™ Large Scale RNA
Production Systems

FRINIEZERANIE RNA*

RiboMAX™ |arge Scale RNA Production Systems £ 1ml B89 & M 8595 5% 2-5mg/ml B9 RNA, FERE, KA EM
Riboprobe® Z 454 % & M #% RNA 7 10-20 &,

RiboMAX™ Z % & .5 Riboprobe® ZRANEAXNE=AH:
« {#/H HEPES (pH 7.5) EdRM A Tris-HCI (pH 7.9) ik ;
INTP fIEEFHRERSTIES SP6 iE4E T7 RNA BAEHIKE;
R GURAINT TN EBERES
ERMNATMPARIMEIRRS D, FH RiboMAX™ RESAE RNA LLEMTAESME RNA SREHNAIIMIRERET., BRD

TXEFEMEMERNAS, NMTEESEREFTEYEMLN RNA LN A, BT RiboMAX™ RGERERHIEARE RNA,
AN ALRERGERESRHRENEN RNA R

*#: ffEH RiboMAX™ Large Scale RNA Production Systems ##2 filig4% R 5% B ML Ribo m7G Cap Analog (Cat.
P1711 3 P1712),

L3

o RIE: ZRFKUHET SP6 M T7 RNA B5Es,
o REMAZRTE: RNEMEITRATGE/N, LUENAEES RNA HI&EE,
e BRE: SHERENTNFR RNA,

R FAE): KIMERIR[ATEMD RNA SRS, TIRXL4ERE

§1 %O (00 ,,JO
(<] G&de{éé)@éo

SEEFFF PP

v B[ Genomo KHMEE R IRS TR HCoV-229E (WT) F HCOV-229E SL1 and SL2 RN S

4 S RNA, FEZ Hu-7 @B, FEM Northern blot 101 7R B8RS MRS 521
P LEPERBS RNA,

B - %

' “.- — RNA7

oz A 3Lk

* A mitochondrial protein affecting lifespan and oxidative stress response in Drosophila . Proc. Natl. Acad. Sci. USA .2006
» Recapitulation of short RNA-directed translational gene silencing in vitro. Mol. Cell .2006
* Protein protects functionally sterile honey bee workers from oxidative stress. Proc. Natl. Acad. Sci. USA . 2006

Y =
iTIRER

HAE HAg BRS
RiboMAX™ Large Scale RNA Production System—SP6 1 system P1280
RiboMAX™ Large Scale RNA Production System—T7 1 system P1300
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T7 RiboMAX™ Express Large Scale
RNA Production System

T7 RiboMAX™ Express Large Scale RNA Production System 2 A7E/E N BN ERIAZ R RNA Migit. HTFMHKTER
ABRMEREDR, 30 2A RNA FFETIX 5-8.5mg/ml, A7TREFPDERIABMIRE, £ 2x BEREDRIHEE TR
B INTP, B4, ZFKXES RQ1 RNaseFree DNase (RQ1 £ RNA BSH) DNABS ), B FEREIREFRRIER,
BT 2x ZRAOA INTP ERREBE—E, RANRENA T7 RiboMAX™ Express System &% & ZMIEH RNA,

E: MESAMIE RNA, i5%1% RiboMAX™Large Scale RNA Production System-T7(Cat.# P1300 & P1280), [&8f 13X
Ribo m7G Cap Analog (Cat. P1711 5 P1712) ,

R

o ME: T7 RiboMAX™ Express System {X5 30 Sl EHERR RNA, MEBRETRBE 2-4 /N,
o FE: R INTP il 2x BEREMNRELZREW, RSB RIZEMIWEE,

o RiFE: BRHERSHA/NG DNAEIR, HRFUEE 21bp,

N AZES: SREMRSERENMAE dsRNA

TMV CF ™V 2
&

. &
f. {.,rf'“ n‘gu ;a{,&* sf

EH:

RZF T7 RiboMAX™ Express Large Scale RNA
Production System &R EEEHHES(TMV)
p126 1 CP EFE AR dsRNA, Fit5¢
ALK RREEY, ER TMV+dsRNA §91&

gl MR TMV KB =N EY B E
e Bz,
™ THW & SEBA_ AT TRV + BN _CP LE]
ISz F 3k

*  AMD1 mRNA employs ribosome stalling as a mechanism for molecular memory formation . Nature. 2018

» Exogenous application of double-stranded RNA molecules from TMV p126 and CP genes confers resistance against TMV
in tobacco. Planta. 2016

» Structural and functional conservation of cis-acting RNA elements in coronavirus 5'-terminal genome regions. Virology.
2017

» Chromosome biorientation produces hundreds of piconewtons at a metazoan kinetochore. Nature communications.
2016 Gene silencing of VP9 gene impairs WSSV infectivity on Macrobrachium rosenbergii. Virus research. 2016

* SEC14L2 enables pan-genotype HCV replication in cell culture. Nature. 2015

3 =

ITHER

Pl HAg BRS
T7 RiboMAX™ Express Large Scale RNA Production System 1 system P1320
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T7 RiboMAX™ Express RNAI
System

siRNA. dsRNA & E5 RNA

T7 RiboMAX ™ Express RNAi System A% 0F BRI £ 2R RAMNEE RNA(ASRNA) Migit, EHl&EH dsRNA AR EHME
ERAHISE, ESTHANYAIEFLNIRRL RNA T (RNA) HR. TRTFERBEILNIRFAIRPH 21bp BIE T
RNAs(siRNAs), {R49MERE) siRNAs EHGIEBR RS S A A siRNAs — 5%, BuIERADYMMABPIES RNA Fit, Lt
Gb, IRFERTI SRR 200bp HE KK dsRNA 5F, FYITIHENA TR ERR, WEEHE RNASEZ LA DNA HER
REME (BRI LAR RIS, PCR 747 ). F=4H RNA SEERRIFEXFM dsRNA, RN TZEFHESE RNA F1 DNA &
REUKBEEKER. REUSFEINERMAN dsSRNA , 538 dsRNA T4 B FikRi#T RNAI SRHEMIA,

e

o TEEE: T 30 AERFFEERR RNA,

s BBBRNRERERME: 47 NTPs Ml 2X BREPRELRS, IHBRIRENARRNAS B EIREIR/N.
o SZIFRVMERE: MTRXENA,

M EEHI: siRNA &% siRNA IEEIS IE

1 2 3 4 5 EE: RARARBRERZRRBKETEESHEBINERERSGH siRNA,
1. 10bp DNA ladder ( G4471 )

21bp E 5 AL Renilla siRNA (Dharmacon)

21bp Relina siRNA , T7 RiboMAX™ Express RNAi System & /§
21bp #9 p53 siRNA , T7 RiboMAX™ Express RNAi System &
49nt Renilla shRNA (19bp 3§, 9nt ZEERIR, 2-U 3'=Hi) |,

T7 RiboMAX™ Express RNAi System &%

R SiRNA F#ELXEE DNA g,

AN S

4197TA06_3A

ZE: 293T ffh, siRNA TJil&EIRATE p53 BIFRIX,
L . . — P33 1. X4B8 scrambled siRNA

2. p53 siRNA, T7 RiboMAX™ Express RNAi System & 5§
3. p53siRNA, LEEM,

3
- ot

Sz A 3k

» Juvenile Hormone Activates the Transcription of Cell-division-cycle 6 (Cdc6) for Polyploidy-dependent Insect
Vitellogenesis and Oogenesis. J Biol Chem. 2016

+ The C. elegans SoxC protein SEM-2 opposes differentiation factors to promote a proliferative blast cell fate in the
postembryonic mesoderm. Development. 2011

» Control of coleopteran insect pests through RNA interference. Nature Biotechnology. 2007

ITHER
Fm HAg BRS
T7 RiboMAX™ Express RNAi System 50 x 20pl P1700
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Ribo m7G Cap Analog

pGEM® Express Positive Control Template

rATP, 10mM

rCTP, 10mM

rGTP, 10mM

rUTP, 10mM

rATP, 100mM

rUTP, 100mM

rGTP, 100mM

rCTP, 100mM

rATP, rCTP, rGTP, rUTP, each at 10mM in separate tubes
rATP, rCTP, rGTP, rUTP, each at 100mM in separate tubes
pSP64 Poly(A) Vector

pGEM®-3Z Vector

pGEM®-4Z Vector

pGEM®-5Zf(+) Vector

pPGEM®-7Zf(+) Vector

pGEM®-3Zf(-) Vector

pGEM®-3Zf(+) Vector

pGEM®-T Easy Vector System |

pGEM®-T Easy Vector System ||

pGEM®-T Vector System |

pGEM®-T Vector System ||

RpANT@mIIE | REBS @

HAg
10 A254 units
25 A254 units
10ug
0.5ml
0.5ml
0.5ml
0.5ml
400pl
400ul
400ul
400pl
4X0.5ml
4X400ul
20ug
20ug
20ug
20ug
20ug
20ug
20ug
20 reactions
20 reactions
20 reactions

20 reactions

P1711

P1712

P256

P113

P1142

P1152

P1162

E6011

E6021

E6031

E6041

P1221

E6000

P1241

P2151

P2161

P2241

P2251

P2261

P2271

A1360

A1380

A3600

A3610

1



REHES @ | NMIERENA
Ribo m7G Cap Analog

L EER fiiE Riboprobe® #l RiboMAX™ Z 4

Ribo m7G Cap Analog 223131880, B8 (m7G(5 )ppp(5')G) LM FEREE, XFhEBEL BB T LUIB A\ ZIRINE
FFH 5 K, HEHASHEZ MRNA ATl 7- PEBIER 5' 1§ FLEM,

R

o (BEHENE: REFSETRNEALAERMNEENIERE,

o B¥: ML RNAZEEIAEE,

+ RiE: TJHAT Riboprobe® Systems = RiboMAX™ Large Scale RNA Production Systems,

iz A 3k

» Identification of G-quadruplexes in long functional RNAsusing 7-deazaguanine RNA. Nature Chemical Biology.2017

» Evidence for different, host-dependent functioning of Rx against both wild-type and recombinant Pepino mosaic virus.
Molecular plant.2016

* A pathogenicity determinant maps to the N-terminal coat protein region of the Pepino mosaic virus genome. Molecular
plant.2015

» Sperm-derived WW domain-binding protein, PAWP, elicits calcium oscillations and oocyte activation in humans and mice.
The FASEB Journal. 2014

Y =
ITIRER
i g BRS
10 Ags, units P1711
Ribo m7G Cap Analog (40 mM )
25 Ags, Units P1712

12
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185 RNA BT CRISPR EEIRIE  «.eevvvneeeiiriieeeiiiieeeeitti e ee ettt eee ettt eeesaeeaseeeessn e eeesasnaneeesnens 14
Lot NN = PN 14
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1. rRNA SARBRELEAREEER

3Zfk: Cis- and trans-regulations of pre-mRNA splicing by RNA editing enzymes influence cancer development. Nature Commnications, 2020

MEER: £YENE mRNAEE RNA HFEMEERTEEZE, IRXEIRPREGER, WRSIEEARANTH RNA RE, NTISHEHE
ARG, BESHEMER, A7 THXETE, AEFEBIERLIMRCH RNA R, 1 RNA BIKEBERLEHMAM (REMSA) , KHR
FEHEM RNA ZBEINHEEER, Tang S AFBEAMRBINERRALEFLIIRCH RNA RE, R RNA RIERIENG Z BN SN REE
REPHMER.

M A &: RiboMAX™ Large Scale RNA Production System

LIEIE: EEFIAZTMRCH RNA B8, B3 REMSA A5k UV REASMNESS T & BRA RNA ZBHEEER.

2. RNA 5EYABHEENEEER

32k PbTTG1 forms a ribonucleoprotein complex with polypyrimidine tract-binding protein PbPTB3 to facilitate the long-distance trafficking
of PbWoxT1 mRNA. Plant Science 2019

MREN: BER—MEZEAR, B—HEVNTHRES S —MEVNEAREER, SIERERE, FERERFFENZRL, FEXMBAE
B REREREYEIKESES mRNAs ATATEYMER. RNAZSEEREMERNZEZERD (RNP) E8YT{ERH mRNAs B,
AT BFMAMHFR RNP E51K, Wang FAERBINERTEHIEEIEMRIFICH mRNA, FEMR RNAZESER (RBP) #fT REMSA,

R &: T7 RiboMAX™ Express Large Scale RNA Production System

LHEIL: 2 mRNAZEE—EIER RNP B, RNP SE84HIREMEM, RNP NARESESMINREL.

3. Leigh £Z2&1ERY mRNA ;4775

32k Validation of a mitochondrial RNA therapeutic strategy using fibroblasts from a Leigh syndrome patient with a mutation in the mitochondrial
ND3 gene. Nature Scientific Reports,2020

MRER: Leigh REALR—M O SEUSHMENKRAERLANBEEMEHMERTIHER, BEEEENSHNRT, SEXMRFNEEERRES,
HohZ —HR2%H 1 DNA 89283, Yamada & AERAIMERRRHR mRNA ERLRIIR DNA 18X Leigh LREMEIATT BB TT R,

BAF&: RiboMAX™ Large Scale RNA Production System
LIS FERI, SEEEREFEPIEIMNER mRNA BD T REMMEREPNRET RNAHE,

4. i== RNA 15 CRISPR BESLE

3fk: CRISPR/Cas9-mediated precise genome modification by a long ssDNA template in zebrafish. BUC Genomics.2020

W5 EM: AT#HIT CRISPR/Cas9 HEKIE, FE—HM3|5 RNA (gRNA) ¥ Cas BH “3|18" ZIFTEHY DNA BIGNLA, FIMERIEER N
AEIXLS| S RNA ME DGR, NERE, SPTMEMME DNA EiR5EEE PCR B, I pGEM® -T Easy, S{FaEAMEE MK,
Bai & AF B{ASMNE R R FK ALK gRNAs BUIE —Fh #7489 CRISPR/Cas9 NEMEREARIESE, A ETHTFERIEHIIABHEE, &
K BHE DNA BIRNFAE, AEBEESRUSINERNSARE, HuUENIAahETALRRER,

M &: T7 RiboMAX™ Express Large Scale RNA Production System

5. ona xEmHE

32k : Next-generation sequencing coupled with a cell-free display technology for high-throughput production of reliable interactome data. Nature
Scientific Reports,2012.

W5 EH: B4 DNA (cDNA) XETATHRERXEANEARNBEER, FEFPEBISHMNER, cDNA XEERBTFERZBEEDHR
ERERMEAR. MEH&E cDNAXE, EFEM mRNA FFia, KEXTF mRNA —f A ER2BS WA RS E BRERNKMER, A
EEHTIEERUGIE cDNA X E, FIMERAUEFPEREMERANSER BHEFS, SR TFEMS %, Fuimori EAFET —REEZRK
MEFE (NGS) NEEEXLME MRNA BRA%, ATREEAREEMFEAEAMSE, ERAIIMEREZERN MRNA TTBATFHIESTAKRS XN
cDNA X &,

R &m: RiboMAX™ Large Scale RNA Production System (SP6)

14



6. 5= RNA EHAITETS

3k : Structural and functional conservation of cis-acting RNA elements in coronavirus 5'-terminal genome regions.Virology,2018.

MREHN: EX 6 MERBEZPH 4 HoI5EHRAZMNEBERE, Hp, mEAMIFRESME (SARS) MHRIFRESAE (MERS) HET
SHEFEN. BIEHER.

ARSI ERRR, Madhugii FARREREN. SRENABRFES RNA, BF5IEHH RNA SRR (7) , XESMBIEEB I HRFT]
ML RNA ZR%E1, RARTHHS DNA #THEYERZNGERAIR, wIIBETHREEFFFTN=AZREN, HEXEEHRENEES
ERT.

BAF&: T7 RiboMAX™ Express Large Scale RNA Production System

7. 5 RNAI fTiERR R
3ZfEk:  Gene silencing of VP9 gene impairs WSSV infectivity on Macrobrachium rosenbergii. Virus Research.2016

MREN: BREEMERES (WSSV) SUANRNIEFEVRERMNTEECRIERRE., IMFENENT, BRME, MEF. KE*A
IFEXIFEM B BERTREIX 100%, BT, EREBTXIPHEENTE, WSSV HNIEEMER VPO BUSHEERANSH . HETMAL
FEMBEIMBINEENINEIEX, Af, VPO EERRNINERER+H5EE,

Alenton % A A RNAI fE5TE&Z WSSV IR IRE £ 5WRANEEIER. RNASRFIAEE RNA (dsRNA) SRERERERENERIE, ERES
BREFKLEF VPI 1 dsRNA AT RREEE A,

M A &m: T7 RiboMAX™ Express Large Scale RNA Production System

MREE: FERM, NE VP RS TXWIFNFESERENSEEER,

8. == Rrna mzims

3fk: Hepatitis C Virus Indirectly Disrupts DNA Damage-Induced p53 Responses by Activating Protein Kinase R, American Society
for Microbiology.2017

M ER: 1RHE CDC M%IE, X£E 50% MEHERAIRARERES (HCV) BESHEN (9) . HCV R—RITIEUEN RNARKS, ZBF K
&, FEXBAUTRATRSAYAT . SIEBESMEYE DNA BEREE p53 IEINHIZEEKE, B HCV %I p53 BIlHIHAREE.

Mitchell & AR AIMERRFNE T RIEEIRER PER HCV ERAKER RNA, BERNFE RNA BEE R HCV 518 HepG2 H
M. SRS, NMHR ps3 EAEMEMBXEDE HCV BRRMMPHEA.

BIAF&: T7 RiboMAX™ Express Large Scale RNA Production System

MREIE: HREYE, pb3 HPFHILIF LE2MBEENHRE RNA EFINRN-—-EAHE R (PKR) BRIESIEN. PKR NXMEE—RSREIMH
BEHRNAMR, B1F p53, #HMiMH DNA RHERA,

9. EF38f GPCR IE RNA LS

3Z#k: A new highly sensitive real-time quantitative-PCR method for detection of BCR-ABL1 to monitor minimal residual disease in chronic
myeloid leukemia after discontinuation of imatinib, PLOS ONE 2019

MREN: BEEEEAME (CML) 2—MPMENTARNER, USIERFMABAZRHNIEE, —MaTERRERRIRUEBIHIR
BATEELAYT . AT HE, SAUENBRENRNAERE (MRD) , BiA#BRIFERER. B MRD &REMITTEREAXLE gPCR #HTHF
B, Kitamura AR TS RBERN MRD L6 gPCR MG %, EREIIMERRAZEFNA RNATRESR.

MA™m: T7 RiboMAX™ Express Large Scale RNA Production System
LI MBRNAEREES TRE, FETNATERIN=MEMTEEHS.

15
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Promega (Beijing) Biotech Co., Ltd

Mitik: JEEHEMEXIC =R 36 SHIKE S il B EE 907-909
B1E: 010-58256268
Mk : www.promega.com
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