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Novel MicroRNA Reporter Uncovers Repression of Let-7 by GSK-3
Rong Guo, Kotb Abdelmohsen, Patrice J. Morin, Myriam Gorospe
PLOS ONE, June 2013; 8: 1-11

B RIAAEKR: pmirGLO Dual-Luciferase miRNA Target Expression Vector
B WAENIRF . Dual-Luciferase® Reporter Assay system

B FFZRE: let-7 microRNA REEHIANE —XMBEIHES. IBIUSEE Ras 10 HMGA2 FEH mRNA 89 3'-UTR K MEX
LAPBIPAMEREONTIA. EINERPHAE let-7 (VM. M/ \SAMBASLERERIPIRIX let-7 JUUIHIIPBEK.
NS ARFEAFNBIL P let-7 ERBIBWE],. FERUFPRRBMERSBFKVBIIAL let-7 HTEE. FERIL T —EE
T pmirGLO HABIRIR. SERHH let-7 REEFRGNARA. MAZARATURREELRD let-7 FEXFNESHBE. B
7 let-7 BN .

B ARRBE:

o A pmirGLO R SERABIRRITIRRTEIE let-7 SFEFITNARS
R¥EER. ARAZTD mRNA B 3-UTR 37 let-7 WEE R, FIA pmirGLO H{AIIR'S 6 NMiEAE let-7 8BAIR (let-7
target site, LCS) BIFTHI. RIXLEAD RIFEREMFDINE BB R UCI-101 70 BG-1 4, BTN FRIAR let-7 XIRN B
BENRERSERRIEANTEKE, KAEEH—MIGRERRN let-7 ARG (pmirGLO-let7) BFELHASR.
NRBIE D57 9 MPRIFAEY let-7 miRNA, JEX 9 P let-7 D34 BG-1 AR P IIRIABTBFEZ pmirGLO-let7 fakl. KU 9 7
let-7 XN DEIERIGHIFRIAIIE NG, REHZLIRIAEIBE N A T NAHAE D EAARBY let-7 K3,

o TR % pmirGLO-let7 %89 UCI-101 0 BG-1 4BARTHUEIESINEIFICA I IV E R LBIRPIRIE let-7 KENESER
A A3 pmirGLO-let7 BRI A 5 Screen-WellTM 288 10 5l I EE D B9 80 fp (4, B XT let-7 E MBI M. RIMMANHEH)
Kenpaullone BEIRBAR RN DL RIEOVENE . RAZH SRR let-7 HAKE, ZHEVIR GSK-3p BIHIHIF.

o Tl GSK-3g siRNA # —HW1IE GSK-3p 54BFRM let-7 JKFEIERI%
GSK-3B siRNA TMELBAEA GSK-3B BIFRIAG . pmirGLO-let7 FifR PN D& RISENEILEE. 5 LRIEIFISKRSRUE .
B8 BG-1 BIRHIFEXE T . N GSK-3p HIFRIA/GEIY RT-qPCR BN EI4HARD let-7 mRNA FRiAF 5. 83 GSK-3p
OFHRM ME let-7 BIFRIX.

o A5 GSK-3B T let-7 Rix8INHI
NEARIB SRR TRk GSK-3 B fRABVABIRZET-S p53 RALIBBX. {ES7E BG-1 MiEAI 5 OHENSER. K GSK-
3B Sl pmirGLO-let? HitA & N BENRESTIMBIRER. RN po3 FREBSEIEDIRE. R p53+/+ F p53-/- B9
HCT116 4. 3 — 50N GSK-3B XY pmirGLO-let? Fifk FBN BB A RIEETMENTIG. RIMIABAEIERBRIK p53 I D
ZEEMERE GSK-3B A5 RHNEICREETRIAN M. XLSERIYZ R GSK-38 ZIBITFET p53 BIKFK TE let-7 BIFRIAHT.

B FASLTRS MBS RIF L.
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Transforming growth factor-B1 selectively inhibits hepatocyte growth factor expression via a
micro-RNA-199-dependent posttranscriptional mechanism

Ognoon Mungunsukh and Regina M. Day
Molecular Biology of the Cell, July 2013; 24:2088-2097

B AR pmirGLO Dual-Luciferase miRNA Target Expression Vector

B AR Dual-Luciferase® Reporter Assay system

B HREN: A4 K (Hepatocyte growth factor, HGF) 2 HIgITAM M — 0 ZDEERNRIENBERS . T{RHEIESR
PRBE. MHINFLENTENE. NK2 2 HGF 89 —Fp a2 MBItIevill i, {FRR SN HCF UM S INeE. FehEK R
3 -B1(Transforming growth factor-B1, TGF-B1) I HGF BIRIK . MAHIHI NK2 BIFRIX. AXHBBIRN THF TGF-B1 1%
BRIEHNEI HGF 89451

B ARBE:

o IRIENENIRIE TGF-B1 HIHIHBARA HGF FRiX, MARIE NK2, &I RT-PCR )l HGF A0 NK2 89 mRNA,

o IRIBEIEERR. miR-199 TLURRI HGF 89 3-UTR. # TGF-B1 RM2 HLFb G RERNE miR-199 RIAE.

* 2RI HGF F0 NK2 89 3'-UTR 522 pmirGLO A, F533| HLFb 4B D . A3 pre-miR-199 BXGAME, HNERIERIX.
A pre-miR-199 BRRBINI ..

e XUYHGF3-UTR 2%, F3RE| pmirGLO Hikd, pre-miR-199 /ME, ffiA pre-miR-199 2B4FFIRBI HGF-3'UTR.

* [7FH anti-miR-199a #] TGF-B1 BAG M2 HLFb 4B . 0 HGF RiAE . #iA TGF-B1 2E @I miR-199 M HIH HGF &RiX.
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The miR200 Family of MicroRNAs Regulates WAVE3-dependent Cancer Cell Invasion
Khalid Sossey-Alaoui, Katarzyna Bialkowska, and Edward F. Plow
J. Biol. Chem., Nov 2009; 284: 33019-33029

B {AEYAR: pmirGLO Dual-Luciferase miRNA Target Expression Vector

B AMSNRF . Dual-Luciferase® Reporter Assay system

B ARBEH: SENRRSRIEE mRNA OUS SIHISEEPBIA K. 20 miR-200 KiEkS SBAENRRFERIEDH
RALKOBFLUIEONIE: FEZRIBHT AR WAVES 882 5BMENEF0ER. WAVES 8853 REHRINERT)
8%, WAVE3 BEFIAS miR-200 K ¥ T EEBERA.

B AREBE:

o MUBBESNINMAHIEER. TH5Y WAVES mRNA EEEB miR-200 RIEMEENIS.

o MM . WAVES RNA KFFD miR-200 FRIAKFERESHFAIIER.

* (B pmirGLO REERFUARIE WAVE3 mRNA _EH) miR-200 L& .

o THEEEAZY: IWIE miR-200 XYZBARRRAFIEAISIN.

B BN TES MBS RIENIEL.
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1. miR-124a is required for hippocampal axogenesis and retinal cone survival through Lhx2 suppression.

Rikako Sanuki, Akishi Onishi, Chieko Koike, Rieko Muramatsu, Satoshi Watanabe, Yuki Muranishi, Shoichi Irie, Shinji
Uneo, Toshiyuki Koyasu, Ryosuke Matsui, Yoan Chérasse,Yoshihiro Urade, Dai Watanabe, Mineo Kondo, Toshihide
Yamashita& Takahisa Furukawa

Nature Neuroscience 2011,14,1125-1134
NIFEF=68 :

e pmirGLO Dual-Luciferase miRNA Target Expression Vector

2. NEW PLAYERS, OLD TRICKS:Abstract 121: Novel epigenetic mechanisms of resveratrol regulation of PTEN/Akt pathway in
prostate cancer.

Swati Dhar, Kun Li, Steven J. Dias, and Anait S. Levenson
Cancer Res., Apr 2012; 72: 121.

NIFR™Ga:

e pmirGLO Dual-Luciferase miRNA Target Expression Vector

e Dual-Luciferase® Reporter Assay system

3. miR-1247 Functions by Targeting Cartilage Transcription Factor SOX9.
Aida Martinez-Sanchez and Chris L. Murphy
J. Biol. Chem., Oct 2013; 288: 30802 - 30814.
RIFRF=G3:
e pmirGLO Dual-Luciferase miRNA Target Expression Vector

e Dual-Glo® Reporter Assay system

4. Biogenesis of mammalian microRNAs by a non-canonical processing pathway
Mallory A. Havens, Ashley A. Reich, Dominik M. Duelli, and Michelle L. Hastings
Nucleic Acids Res., May 2012; 40: 4626 - 4640.

NIFBr=6a:
e pmirGLO Dual-Luciferase miRNA Target Expression Vector
e Dual-Glo® Reporter Assay system

e GoScript™ Reverse Transcriptase

5. MicroRNAs are critical regulators of tuberous sclerosis complex and mTORC1 activity in the size control of
the Xenopus kidney

Daniel Romaker, Vikash Kumar, Débora M. Cerqueira, Ryan M. Cox, and Oliver Wessely
PNAS, Apr 2014; 111: 6335 - 6340.

NIFR™&3:

e pmirGLO Dual-Luciferase miRNA Target Expression Vector

e Dual-Luciferase® Reporter Assay system

6. EBV and human microRNAs co-target oncogenic and apoptotic viral and human genes during latency
Kasandra J Riley, Gabrielle S Rabinowitz, Therese A Yario, Joseph M Luna, Robert B Darnell, and Joan A Steitz
EMBO J., May 2012; 31: 2207 - 2221.

NIFBF~6a:
e pmirGLO Dual-Luciferase miRNA Target Expression Vector

e Dual-Luciferase® Reporter Assay system



pmirGLO Dual-Luciferase miRNA Target Expression Vector E1330 20ug
Restriction Enzymes 1B &8 Promega 1B5&18 Promega
EENGI S M1801 100u
T4 DNA Ligase
M1804 500u
T4 DNA Ligase (HC) M1794 500u
A1222 250prep
PureYield™ Plasmid Miniprep System
A1223 100prep
E4981 0.75ml
“BAREER ViaFect™ Transfection Reagent — —
(DNA #5) !
E4983 0.2ml
Cell Viability Assays 15&18 Promega 1518 Promega
E1910 100 assays
KOMRRF Dual-Luciferase® Reporter Assay System E1960 1,000 assays
E1980 1,000 assays
NS GloMax® Discover System GM3000 15818 Promega

m {86

A5000 50 reactions
PEER GoScript™ Reverse Transcription System

A5001 100 reactions

AB001 200 X 50ul reactions
gPCR GoTaq® qPCR Master Mix

AB002 1,000 X 50ul reactions
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